
#missing: 1
hES_HUES1_p28

#missing: 30
hES_HUES6_p25

#missing: 47
hES_HUES9_p21

#missing: 43
hES_HUES44_p18

#missing: 42
hES_HUES49_p17

#missing: 564
hES_HUES63_p19

#missing: 381
hES_HUES66_p20

#missing: 27
hES_H7_p48

#missing: 47
hiPS_11a_p22

#missing: 4
hiPS_11c_p23

#missing: 69
hiPS_17a_p14

#missing: 45
hiPS_18a_p30

#missing: 45
hiPS_18c_p36

#missing: 9
hiPS_27b_p31

#missing: 29
hFib_11_p8

#missing: 44
hFib_17_p7

#missing: 44
hFib_20_p7

#missing: 1
hEB16d_HUES1_p29

#missing: 23
hEB16d_HUES45_p21
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Enhancer_H3K4me2 (#regions: 4415) − Mean DNA methylation levels

Sample name

D
N

A
 m

et
hy

la
tio

n 
ra

tio


