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Broad RRBS classifications for region: Tiling_regions_5kb (#regions: 171884)
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Detailed RRBS classifications for region: Tiling_regions_5kb (#regions: 171884)
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P−value based RRBS differences vs. all other regions for: Tiling_regions_5kb (#regions: 171884)
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Q−value based RRBS differences vs. all other regions for: Tiling_regions_5kb (#regions: 171884)
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